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reinhardtii, 757 
photosynthesis and, in Prorocentrum 
micans, 105 
Carotenoids, in Synechococcus sp. PCC7942 
transformants, in protection of pho- 
tosynthesis against UV-B radiation, 
599 
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dried somatic embryos of, cytoplasmic 
matrix and, 153 
roots of, arbuscular mycorrhiza on, car- 
bon uptake and lipid metabolism 
and transport in, 587 
Castanea sativa (see Chestnut) 
Castor bean, RcAAP3 from, 1049 
Catharanthus roseus, roots of, phospholipase 
C from, 1075 
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Chalcone synthase, from chickpea, 934 
Chara corallina, gravitropism in, 343 
Chenopodium rubrum, cyclin-dependent ki- 
nase inhibitor from, 339 
Cherry, S-RNases from, 1197 
Chestnut, cotyledon of, heat-shock protein 
in, Escherichia coli viability and, 521 
Chickpea 
chalcone synthase from, 934 
trans-cinnamate 4-hydroxylase from, 635 
cytochrome P450 encoded in, licorice 
isoflavone 2’-hydroxylase homology 
to, 935 
Chilling damage, iron superoxide dis- 
mutase protection against, in Syn- 
echococcus sp. PCC7942, 275 
Chilling tolerance 
cowpea seedling dehydrin and, 237 
winter heat-shock protein accumulation 
and, in mulberry endoplasmic retic- 
ulum, 481 
Chitinase gene, from Fragaria ananassa, 340 
Chlamydomonas reinhardtii 
amylopectin synthesis in, glucanotrans- 
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mutants of, phosphorus deprivation and, 
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ductase and, 695 
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Chloroplasts 
of Arabidopsis, Cu/Zn superoxide 
dismutase-encoding genes in, 933 
of barley, mRNA polyadenylation and 
degradation in, 937 
of spinach, mRNA polyadenylation and 
degradation in, 937 
of wheat, copper/zinc superoxide dis- 
mutase gene in, 513 
Cicer arietinum (see Chickpea) 
trans-Cinnamate 4-hydroxylase, from 
chickpea, 635 
Circadian rhythm, of snapdragon granule- 
bound starch synthase I expression, 
401 
Citrate carrier, from maize mitochondria, 
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Clover (see White clover) 
Cold stress (see also Chilling entries) 
Escherichia coli viability in, chestnut cot- 
yledon heat-shock protein and, 521 
Coleoptile, of barley, peroxidases in, 501 
Copper/zinc superoxide dismutase 
genes encoding, in Arabidopsis chloro- 
plasts, 933 
in wheat chloroplast, 513 
Corn (see Maize) 
Cotton 
fibers of, phospholipase D from, 1197 
microsomal w-6 fatty acid desaturase 
from, 340 
Rab7 protein-encoding cDNA in, 340 
ribosomal protein RL37a homolog from, 
933 


seeds of, N-acylethanolamines in, 1157 

Cotyledon, of chestnut, heat-shock protein 
in, Escherichia coli viability and, 521 

Cowpea, seedling of, dehydrin from, chill- 
ing tolerance and, 237 

Craig-Gordon evaporative enrichment 
model, of hydrogen and oxygen iso- 
topes, 1165 

Cucumber, hypocotyls of, response to cutin 
monomers, 1175 

Cucumis melo (see Muskmelon) 

Cucumis sativa (see Cucumber) 

Cucurbita pepo (see Zucchini) 

Cuphea lanceolata, developing embryos of, 
triacylglycerol accumulation 
fatty acid supply and, 1057 

Cutin monomers, cucumber hypocotyl re- 
sponse to, 1175 

Cyclin-dependent kinase inhibitor, from 
Chenopodium rubrum, 339 

Cystathionine y-synthase, genetic poly- 
morphisms in, in Arabidopsis, 635 

Cystatin homolog, from mugwort pollen, 
634 


Cytochrome P450, encoded in Cicer arieti- 
num, licorice isoflavone 2’- 
hydroxylase homology to, 935 

Cytokinin content, of bean leaves, effect of 
white clover mosaic potexvirus in- 
fection on, 547 

Cytoplasmic matrix, carrot desiccation tol- 
erance and, 153 
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Dandelion, embryogenesis in, AGAMOUS- 
like 15 protein and, 121 
Datisca glomerata, root nodules of, Rubisco 
activase mRNA in, 411 
Daucus carota (see Carrot) 
Defensin gene, from habanero chile, 633 
Defensin-like protein, from tobacco styles, 
633 
Dehydrin 
from cowpea seedling, chilling tolerance 
and, 237 
induction of wheat embryo desiccation 
tolerance by, 463 
Desiccation tolerance 
of carrot, cytoplasmic matrix and, 153 
of wheat embryos, water content, raffin- 
ose, and dehydrins in, 463 
Diacylglyceraol acyltransferase, from 
canola, 1197 
Dihydroflavonol reductase gene, putative, 
from rice, 633 
Dihydrolipoamide S-acetyltransferase, in 
Arabidopsis plastid, 443 
Dof protein, in rice aleurone cells, 1195 
Dwarf barley mutants, gibberellin dose- 
response curves of, 623 


EAF1, in Arabidopsis, regulation of vege- 
tative phase and flowering time by, 
675 
Electronic plant gene register, 339, 633, 933, 
1195 
Embolism repair 
in laurel stems, 11 
xylem tension and, 7 
Embryo 
of bean, Pulea-18 accumulation in, in wa- 
ter stress, 93 
of broccoli, ribosomal protein S7 ho- 
molog from, 934 
of carrot, cytoplasmic matrix and, 153 
of Cuphea lanceolata and Ulmus spp., tri- 
acylglycerol accumulation in, fatty 
acid supply and, 1057 
of wheat, desiccation tolerance in, water 
content, raffinose, and dehydrins in, 
463 
Embryogenesis, in dandelion, oilseed rape, 
and alfalfa, AGAMOUS-like 15 pro- 
tein and, 121 
Endo-1,4-B-glucanases, soluble and wall- 
bound, cDNA for, in cultured poplar 
cells, 634 
Endoplasmic reticulum 
of leek, phosphatidylserine-rich vesicles 
from, 245 
of mulberry, winter accumulation of 
small heat shock protein in, 481 
Endoplasmic _reticulum- Ca?*- 
ATPases, from Arabidopsis, 634 
Endosperm 
of bean, Pvlea-18 accumulation in, in wa- 
ter stress, 93 
of maize 
intron-splicing in, 65 
soluble starch synthase activities of, 
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Escherichia coli, viability of, chestnut coty- 
ledon heat shock protein and, 521 
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ACC synthase inducible by, from Musa 
accuminata, 340 
production of, in sorghum, phytochrome 
B and simulated shading in, 341 
in tomato gravitropic response, 897 
Ethylene receptors 
in muskmelon fruit development, 321 
in potato, 634 
in tomato, 165 
Euglena, gravitropism in, 343 
Expansins, in loblolly pine hypocotyls, 
auxin and, 827 
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FAD2, from Brassica carinata, 340 
Fagus sylvatica, seeds of 
metallothionein-coding cDNA from, 633 
pathogenesis-related protein from, 933 
Fatty acid desaturase, w-6, from cotton mi- 
crosomes, 340 
Fatty acid supply, effect on triacylglycerol 
accumulation in Cuphea lanceolata 
and Ulmus spp. embryos, 1057 
Fatty acid synthesis, light-stimulated, in 
soybean fruit, 1117 
Fava bean, glycerol-3-phosphate acyltrans- 
ferase from, 934 
Ferredoxin, glutamate synthases depen- 
dent on, in Plectonema boryanum, 33 
flacca tomato mutant, aldehyde oxidase 
and xanthine dehydrogenase in, 571 
Flavonol deficiency, of white anther petunia 
mutant, 615 
Flowering, of Arabidopsis, phytochrome B 
and gibberellin regulation of, 1025 
14-3-3 Proteins, from Arabidopsis, 1196 
Fragaria ananassa, chitinase gene from, 340 
Freezing tolerance, in Arabidopsis, 391 
Fructan, functions of, 351 
Fruit 
development of, in muskmelon, ethylene 
receptor expression during, 321 
of grapevine, proline accumulation in, 
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of soybean, light-stimulated fatty acid 
synthesis in, 1117 
Fuji apple, MdMAD3S2 gene in, 969 
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Galactono-y-lactone dehydrogenase, in 
ascorbic acid biosynthesis, in kidney 
bean, 907 
Geranylgeranyl reductase, chlorophyll and 
tocopherol loss and, in tobacco, 695 
Germination, of soybean, lipoxygenases 1 
and 6 during, 227 
Gibberellin 
barley aleurone tissue sensitivity to, 361 
effect on Arabidopsis flowering, 1025 
receptor-like protein kinase induction 
by, in rice, 559 
Gibberellin dose-response curves, in dwarf 
barley mutants, 623 
Glucan, mixed linkage, synthesis of, in 
maize, 1105 
Glucanotransferases, amylopectin synthe- 
sis and, in Chlamydomonas reinhardtii, 
993, 1005 
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Glutamate synthase, ferredoxin- and 
NADH-dependent, in Plectonema bo- 
ryanum, 33 

Glutathione reductase, from mustard, 934 

Glutelins, in rice, soybean glycinin assem- 
bly with, 1063 

Glycerol-3-phosphate acyltransferase, from 
fava bean, 934 

Glycine max (see Soybean) 

Glycine-rich protein, in maize, synthesis of, 
in root cap, 665 

Glycinin, in soybean, assembly of with glu- 
telins in rice, 1063 

Gossypium hirsutum (see Cotton) 

Grape 

hexose transporter gene in, 1083 

proline accumulation in, 923 
Gravitropism 

in higher plants, 343 

in tomato, ethylene and, 897 
Groundnut (see also Peanut) 

calcium-dependent protein kinase from, 
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GTPase, Rho family of, pollen expression 

of, Ntrop1 cDNA coding for, 634 


Habanero chile, defensin or y-thionin-like 
gene from, 633 
H*-ATPase activity, vacuolar, in Mesem- 
bryanthemum crystallinum, abscisic 
acid induction of, 811 
Heat-shock protein 
in alfalfa, 634 
in chestnut cotyledon, Escherichia coli vi- 
ability and, 521 
winter accumulation of, in mulberry en- 
doplasmic reticulum, 481 
Heat stress 
Escherichia coli viability in, chestnut cot- 
yledon heat shock protein and, 521 
in kudzu, pussy willow, quaking aspen, 
and velvet bean leaf discs, 821 
in tomato, mRNA binding in, 23 
wheat photosynthesis and, Rubisco ef- 
fect on, 173 
Heat tolerance, in Synechococcus sp. 
PCC7002, PsbU protein and, 301 
Heavy metal, thioredoxin gene regulation 
by, in Chlamydomonas reinhardtii, 773 
Hexose transporter gene, in grape berry, 
1083 
Hordeum vulgare (see Barley) 
Hyacinth, metallothionein-like protein 
from, 1197 
Hydraulic conductance, in water stress, 
rice leaf growth and, 143 
Hypocotyls 
of cucumber, response to cutin mono- 
mers, 1175 
of loblolly pine, expansins in, auxin and, 
827 


Intron splicing, in mutant maize en- 
dosperm, 65 

Iron superoxide dismutase, Synechococcus 
sp. PCC7942 protection from chill- 
ing damage by, 275 

Isocitrate dehydrogenase 
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NAD-dependent, in nitrogen-deprived 
tobacco, 717 
NADP-specific, from rice, 1197 
Isoflavone 2’-hydroxylase, from licorice, 
Cicer arietinum cytochrome P450 ho- 
mology to, 935 
Isoperoxidases, from tobacco, cell wall me- 
tabolism and, 371 
Isoprene, and heat stress in kudzu, pussy 
willow, quaking aspen, and velvet 
bean leaf discs, 821 


Kidney bean (see Bean) 

Kinase inhibitor, cyclin-dependent, from 
Chenopodium rubrum, 339 

Krebs cycle genes, in nitrogen-deprived to- 
bacco, 717 

Kudzu, leaf discs of, thermotolerance of, 
821 
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Late-embryogenesis-abundant protein 
family, Pvlea-18 as, in bean seed- 
lings, 93 

Laurate content, of oilseed rape seeds, Cal- 
ifornia bay laurel thioesterase ex- 
pression and, 739 

Laurel, stem of, embolism refilling in, 11 

Laurus nobilis (see Laurel) 

Leaf discs, of kudzu, pussy willow, quak- 
ing aspen, and velvet bean, thermo- 
tolerance of, 821 

Leaf water, Craig-Gordon evaporative en- 
richment model of hydrogen and ox- 
ygen isotopes in, 1165 

Leaves 

of Arabidopsis 
ozone-induced senescence of, 1015 
trichome formation on, y-radiation 
and, 113 
of bean, cytokinin content of, effect of 
white clover mosaic potexvirus in- 
fection on, 547 
of rice, growth of, water stress, hydraulic 
conductance, and aquaporin effects 
on, 143 
of spinach, SNF1-related protein kinases 
from, 257 
of sweet potato, barley and rice homolog 
encoded by, 933 
of tea, caffeine synthase from, 579 
of tobacco, cytosolic pyruvate kinase de- 
ficiency in, 887 
of white clover, ontogeny of, ACC oxi- 
dase expression during, 131 
endoplasmic reticulum of, 
phosphatidylserine-rich vesicles 

from, 245 

Leucine aminopeptidase, in tomato, effects 
of water deficit, salinity, and wound 
signals on, 979 

Lhcb1*4 promoter, in pea, and blue light 
regulation in transgenic Arabidop- 
sis, 747 

Licorice, isoflavone 2’-hydroxylase from, 
Cicer arietinum cytochrome P450 ho- 
mology to, 935 

Light (see also Blue light; Ultraviolet-B ra- 
diation) 


Leek, 
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fatty acid synthesis stimulated by, in 
soybean fruit, 1117 
Light stress, Vinca major xanthopnyll cycle 
pigment during, 727 
Lima bean, zeatin O-glucosyltransferase 
gene in, 553 
Limonene synthase, in peppermint oil 
gland secretory cell leukoplasts, 879 
Lipid metabolism and transport, by arbus- 
cular mycorrhiza, on carrot roots, 
587 
Lipid transfer proteins, cloning and se- 
quence analysis of, 339 
Lipo-chitooligosaccharides, on alfalfa, Si- 
norhizobium meliloti nodule-inducing 
activity and, 83 
Lipoxygenases 1 and 6, during soybean 
germination, 227 
Loblolly pine 
chlorophyll fluorescence study of, 1183 
hypocotyls of, expansins in, auxin and, 
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Lotus corniculatus, phosphoenolpyruvate 
carboxylase from, 934 

Lupin, proteoid roots of, organic acid ef- 
flux from, development and deter- 
minacy and, 705 

Lupinus albus (see Lupin) 

Lycopersicon esculentum (see Tomato) 

Lycopersicon peruvianum (see Tomato) 

Lysophosphatidic acid acyltransferase, 
from oilseed rape plastids, 913 
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Maize 
bundle sheath of, aspartate decarboxyl- 
ation in, phosphoenolpyruvate car- 
boxykinase and, 539 
caffeoyl-coenzyme A 
transferase from, 1196 
endosperm of 
intron-splicing in, 65 
soluble starch synthase activities of, 
205 
glycine-rich protein from, synthesis of, in 
root cap, 665 
gravitropism in, 343 
mitochondria of, citrate carrier from, 841 
mixed linkage glucan synthesis in, 1105 
photosynthetic mutants of, 1129 
zeta carotene desaturase from, 1197 

Male sterility, of white anther petunia mu- 
tant, 615 

Malus c domestica (see Fuji apple) 

Manganese superoxide dismutase, in 
wheat mitochondria, 513 

MdMAD32 gene, in apple, 969 

Medicago sativa (see Alfalfa) 

Membrane anchor, of Saccharomyces cerevi- 
siae, delivery of soluble protein to 
vacuole via, 961 

Membrane lipid integrity, potato cell cul- 
tures exposed to anoxia, 293 

Mentha x piperita (see Peppermint) 

Mesembryanthemum crystallinum, vacuolar 
H*-ATPase activity in, abscisic acid 
induction of, 811 

Mesophyll cells, of zinnia, 
sulfokine-a effect on, 1043 

Metallothionein-coding cDNA, from Fagus 
sylvatica seeds, 633 


O-methyl- 


phyto- 
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Metallothionein-like protein, from water 
hyacinth, 1197 
Methionine synthase, from Arabidopsis, 
1196 
Methyl jasmonate, tomato leucine amino- 
peptidase and, 979 
Microsomes, of cotton, w-6 fatty acid de- 
saturase from, 340 
Microtubule-associated protein, from Ara- 
bidopsis, 933 
Mitochondria 
of maize, citrate car. er from, 841 
of tobacco cells, salicylic acid and, 217 
of wheat, manganese superoxide dis- 
mutase gene in, 513 
Morus bombycis (see Mulberry) 
Moss, blue light photoreceptor crypto- 
chrome from, 1195 
Mucuna (see Velvet bean) 
Mugwort, pollen of, cystatin homolog 
from, 634 
Mulberry, endoplasmic reticulum of, win- 
ter accumulation of small heat-shock 
protein in, 481 
Mung bean, alternative respiratory path- 
way activity in, growth and mea- 
surement temperature effect on, 765 
Musa accuminata, ethylene-inducible ACC 
synthase from, 340 
Muskmelon, fruit development in, ethyl- 
ene receptor expression during, 321 
Mustard, glutathione reductase from, 934 
Mycorrhiza, arbuscular, on carrot roots, 
carbon uptake and lipid metabolism 
and transport by, 587 
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NADH, glutamate synthases dependent 
on, in Plectonema boryanum, 33 

Nettle, stinging (see Stinging nettle) 

Nicotiana tabacum (see Tobacco) 

Nitrate uptake, ammonium inhibition of, in 
barley, 283 

Nitrogen, tobacco deprived of, NAD- 
dependent isocitrate dehydrogenase 
and Krebs cycle gene expression in, 
717 

Nitrogen fixation, in pea root nodules, su- 
crose synthase and, 867 

Nodule-inducing activity, of Sinorhizobium 
meliloti, alfalfa lipo-chito- 
oligosaccharides and, 83 


Oo 


Oil gland secretory cell leukoplasts, of pep- 
permint, limonene synthase in, 879 
Oilseed rape (see also Canola) 
embryogenesis in, AGAMOUS-like 15 
protein and, 121 
plastids of, lysophosphatidic acid acyl- 
transferase from, 913 
seeds of, California bay laurel thioester- 
ase expression in, oilseed laurate 
content and, 739 
Opium poppy, tyrosine decarboxylase 
genes from, canola cell wall digest- 
ibility and, 653 
Oryza sativa (see Rice) 
Oxidative burst, in soybean, Pseudomonas 
syringae and, 1137 
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Ozone, senescence induced by, in Arabi- 
dopsis leaves, 1015 
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Papaver somniferum (see Opium poppy) 
Pea 
Lhcb1*4 promoter in, and blue light reg- 
ulation in transgenic Arabidopsis, 
747 
pra2 gene in, phytochrome-regulated ex- 
pression of, 491 
root nodules of, sucrose synthase in, ni- 
trogen fixation and, 867 
seedlings of, ascorbic acid metabolism in, 
453 
seeds of, N-acylethanolamines in, 1157 
Peanut (see also Groundnut) 
seeds of, N-acylethanolamines in, 1157 
Peppermint, oil gland secretory cell leuko- 
plasts of, limonene synthase in, 879 
Peroxidase isoenzymes, from tobacco, 1195 
Peroxidases, in barley coleoptiles, 501 
Peroxisomal membrane protein, of Arabi- 
dopsis, 309 
Petunia, white anther mutant of, male steril- 
ity and flavonol deficiency in, 615 
Petunia hybrida (see Petunia) 
Pex7p, Arabidopsis gene encoding, 339 
pH, apoplastic, barley root K*-selective 
channels and, 331 
Phaseolus acutifolius, transgenic, bean 
arcelin-5 gene expression in, 1095 
Phaseolus lunatus (see Lima bean) 
Phaseolus vulgaris (see Bean) 
Phosphatidylserine-rich vesicles, from leek 
endoplasmic reticulum, 245 
Phosphoenolpyruvate carboxykinase, in 
Urochloa panicoides, 1033 
Phosphoenolpyruvate carboxylase, from 
Lotus corniculatus, 934 
Phospholipase D 
from Arabidopsis, 635 
from cotton fibers, 1197 
in signaling cascades, 645 
Phosphopyruvate carboxykinase, aspartate 
decarboxylation and, in maize bun- 
dle sheath, 539 
Phosphorus deprivation 
Chlamydomonas reinhardtii mutant re- 
sponse to, 685 
lupin grown in, linking of organic efflux 
and development in, 705 
Photosynthesis 
carbonic anhydrase and, in Prorocentrum 
micans, 105 
maize mutants and, 1129 
in potato, effect of expression of Arabi- 
dopsis phytochrome B on, 73 
in pyruvate kinase-deficient tobacco 
leaves, 887 
Synechococcus sp. PCC7942 transformant 
protection of against UV-B radia- 
tion, 599 
in wheat, in heat stress, Rubisco effect 
on, 173 
Photosystem II, in Scenedesmus quadricauda 
cell cycle, 433 
Physcomitrella patens (see Moss) 
Phytochrome, pea pra2 gene expression 
regulated by, 491 
Phytochrome B 
of Arabidopsis 
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expression in potato, 73 
flowering and, 1025 
ethylene production and, in sorghum, 
341 
Phytophthora infestans, incompatible inter- 
action with potato serine palmitoyl- 
transferase, 1196 
Phytosulfokine-a, effect on zinnia meso- 
phyll cells, 1043 
Pine 
chlorophyll fluorescence study of, 1183 
hypocotyls of, expansins in, auxin and, 
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Pinus taeda (see Loblolly pine) 
Pisum sativum (see Pea) 
Plant gene register, 339, 633, 933, 1195 
Plastids 
of Arabidopsis 
dihydrolipoamide S-acetyltransferase 
in, 443 
sedimentation kinetics of, 183 
of oilseed rape, lysophosphatidic acid 
acyltransferase from, 913 
Plectonema boryanum, ferredoxin- and 
NADH-dependent glutamate syn- 
thases in, 33 
Pleurochrysis carterae, actin-encoding cDNA 
clones from, 933 
Pollen 
of Arabidopsis, canola, and snapdragon, 
cytosolic calcium-binding protein 
from, 787 
of mugwort, cystatin homolog from, 634 
Rho GTPase expressed in, Ntrop1 cDNA 
coding for, 634 
Poplar 
cabmium of, soluble inorganic pyrophos- 
phate from, 934 
cultured cells of, CDNA for soluble and 
wall-bound endo-1,4-B-glucanases 
in, 634 
Poppy (see Opium poppy) 
Populus tremuloides (see Quaking aspen) 
Potassium-selective inward-rectifying 
channels, apoplastic pH and, in bar- 
ley roots, 331 
Potato 
Arabidopsis phytochrome B expression 
in, photosynthesis and tuber devel- 
opment and, 73 
cell cultures of, anoxia in, membrane 
lipid integrity and, 293 
ethylene receptors in, 634 
serine palmitoyltransferase from, incom- 
patible interaction with Phytophthora 
infestans, 1196 
tubers of, effect of expression of Arabi- 
dopsis phytochrome B on, 73 
pra2 gene, in pea, phytochrome-regulated 
expression of, 491 
Prochlorococcus marinus, PsaF protein from, 


Proline, accumulation of, in grapevine 
fruit, 923 
Prorocentrum micans, inorganic carbon ac- 
quisition in, 105 
Protein kinase 
calcium-dependent, 
859 
receptor-like, gibberellin induction of, in 
rice, 559 
14-3-3 Proteins , from Arabidopsis, 1196 


from groundnut, 


Subject Index 


Protein RL37a, homolog of, from cotton, 
933 


PsaF protein, from Prochlorococcus marinus, 
340 


PsbU protein, Synechococcus sp. PCC7002 
heat tolerance and, 301 
Pseudomonas syringae 
in Arabidopsis, alternative oxidase ex- 
pression in, 529 
soybean oxidative burst and, 1137 
Pueraria labata (see Kudzu) 
Pussy willow, leaf discs of, thermotoler- 
ance of, 821 
Pvlea-18, accumulation of in water stress, in 
bean embryo and endosperm, 93 
Pyrophosphate, soluble inorganic, from 
poplar cabmium, 934 
Pyruvate kinase deficiency, in tobacco 
leaves, photosynthesis and carbon 
partitioning in, 887 
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Quaking aspen, leaf discs of, thermotoler- 
ance of, 821 


Rab7 protein, cotton cDNA encoding, 340 
Radiation 
protection of photosynthesis against, 
Synechococcus sp. PCC7942 transfor- 
mants in, 599 
and trichome formation on Arabidopsis 
leaf, 113 
Raffinose, induction of wheat embryo des- 
iccation tolerance by, 463 
RcAAP3, from castor bean, 1049 
Receptor-like protein kinase, gibberellin in- 
duction of, in rice, 559 
Respiratory pathway, alternative, growth 
and measurement temperature ef- 
fect on, in mung bean and soybean, 
765 
Rho GTPase, pollen expression of, Ntrop1 
cDNA coding for, 634 
Ribonucleotide reductase, in soybean, 340 
Ribulose-1,5-bisphosphate carboxylase / ox- 
ygenase, wheat photosynthesis and, 
in heat stress, 173 
Ribulose-1,5-bisphosphate carboxylase/ 
oxygenase activase, in  Datisca 
glomerata root nodules, 411 
Rice 
aldehyde dehydrogenase-like protein 
from, 1196 
aleurone cells from, Dof protein in, 1195 
APETALA1/AGAMOUS-LIKE9 family 
protein interaction in, 1193 
CER1 homolog from, 935 
glutelins in, soybean glycinin assembly 
with, 1063 
leaf growth in, water stress, hydraulic 
conductance, and aquaporin effects 
on, 143 
NADP-specific isocitrate dehydrogenase 
from, 1197 
putative dihydroflavonol reductase gene 
from, 633 
receptor-like protein kinase in, gibberel- 
lin induction of, 559 
thymidylate synthase from, 634 


Rice homolog, encoded by sweet potato 
leaf cDNA, 933 
Ricinus communis (see Castor bean) 
Root cap, of maize, glycine-rich protein 
synthesis in, 665 
Root cells, of wheat, water channel inhibi- 
tion in, 849 
Root nodules 
of Datisca glomerata, Rubisco activase 
mRNA in, 411 
of pea, sucrose synthase in, nitrogen fix- 
ation and, 867 
Roots 
of Arabidopsis starch-deficient mutant, 
plastid sedimentation kinetics in, 
183 
of barley, K*-selective channels and apo- 
plastic pH in, 331 
of carrot, arbuscular mycorrhiza on, car- 
bon uptake and lipid metabolism 
and transport by, 587 
of Catharanthus roseus, phospholipase C 
from, 1075 
of lupin, organic acid efflux from, devel- 
opment and determinacy and, 705 
Rubber plant, thioredoxin cDNA from, 
339 
Rubisco (see Ribulose-1,5-bisphosphate car- 
boxylase/ oxygenase) 
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Saccharomyces cerevisiae, membrane anchor 
in, delivery of soluble protein to vac- 
uole via, 961 
Salicylic acid, tobacco cell mitochondrial 
function and, 217 
Salix discolor (see Pussy willow) 
Salt stress, tomato leucine aminopeptidase 
and, 979 
Salt tolerance, in alfalfa, Alfin] regulation 
of MsPRP2 and, 473 
Scenedesmus quadricauda, cell cycle of, pho- 
tosystem II in, 433 
Seedlings 
of barley, greening, zeaxanthin and early 
light-inducible proteins of, 193 
of cowpea, dehydrin from, chilling toler- 
ance and, 237 
of pea, ascorbic acid metabolism in, 453 
Seeds 
of cotton, N-acylethanol 
of Fagus sylvatica 
metallothionein-coding cDNA from, 
633 
pathogenesis-related protein from, 933 
of oilseed rape, California bay laurel 
thioesterase expression in, oilseed 
laurate content and, 739 
of pea, N-acylethanolamines in, 1157 
of peanut, N-acylethanolamines in, 1157 
of soybean, hydrophobic protein adher- 
ence to, 951 
Senescence, ozone-induced, in Arabidopsis 
leaves, 1015 
Serine palmitoyltransferase, from potato, 
incompatible interaction with Phyto- 
phthora infestans, 1196 
Shading, simulated, ethylene production 
and, in sorghum, 341 
Signal transduction pathways, blue light- 
activated, in Arabidopsis, 605 


in, 1157 


IT 


Xxvi 


Signaling cascades, phospholipase D in, 
645 


Silene vulgaris, zinc-tolerant, tonoplast zinc 
transport in, 779 
Sinorhizobium meliloti, nodule-inducing 
activity of, alfalfa lipo-chito- 
oligosaccharides and, 83 
Snapdragon 
granule-bound starch synthase | from, 
401 
pollen of, cytosolic calcium-binding pro- 
tein from, 787 
SNF1-related protein kinases, from spinach 
leaves, 257 
Solanum tuberosum (see Potato) 
Sorghum, ethylene production in, phyto- 
chrome B and simulated shading in, 
341 
Soybean 
alternative oxidase from, 633 
alternative respiratory pathway activity 
in, growth and measurement tem- 
perature effect on, 765 
aspartokinase-homoserine dehydroge- 
nase isoform-encoding genes in, 339, 
634 
fruit of, light-stimulated fatty acid syn- 
thesis in, 1117 
germination of, lipoxygenases 1 and 6 
during, 227 
glycinin in, assembly of with glutelins in 
rice, 1063 
oxidative burst in, Pseudomonas syringae 
and, 1137 
ribonucleotide reductase in, 340 
seed surface of, hydrophobic protein ad- 
herence to, 951 
Spermidine synthase, from tomato, 935 
Sphenostylis stenocarpa (see African yam 
bean) 
Spinach 
chloroplasts of, mRNA polyadenylation 
and degradation in, 937 
leaf of, SNFl-related protein kinases 
from, 257 
Spinacia oleracea (see Spinach) 
S-RNase(s) 
from almond, 1196 
from cherry, 1197 
Starch synthase 
class II, of wheat, 1147 
soluble, in maize endosperm, 205 
Starch-deficient mutant, of Arabidopsis, 
plastid sedimentation kinetics in 
roots of, 183 
Stem, of laurel, embolism refilling in, 11 
Stinging nettle, agglutinin of, in transgenic 
tobacco, 421 
Styles, of tobacco, defensin-like protein 
from, 633 
Sucrose synthase, in pea root nodules, ni- 
trogen fixation and, 867 
Sulfate, transport and assimilation of, 637 
Sweet basil, caffeic acid O-methyl- 
transferases from, 1195 
Sweet potato, leaves of, barley and rice ho- 
molog encoded by, 933 
Synechococcus sp. PCC7942 
carotenoids in transformants of, in pro- 
tection of photosynthesis against 
UV-B radiation, 599 
chilling damage in, iron superoxide dis- 
mutase and, 275 


Subject Index 


Synechococcus sp. PCC7002, heat tolerance 
in, PsbU protein and, 301 

Systemin, tomato leucine aminopeptidase 
and, 979 


T 


Taraxacum officinale (see Dandelion) 
Tea, leaves of, caffeine synthase from, 579 
Temperature (see also Chilling entries; Heat 
entries) 
low, Vinca major xanthophyll cycle pig- 
ment during, 727 
y-Thionin-like gene, from habanero chile, 
633 
Thioredoxin gene, heavy-metal regulation 
of, in Chlamydomonas reinhardtii, 773 
Thioredoxin h cDNA, from rubber plant, 
339 
Threonine synthase, in Arabidopsis, 1195 
Thymidylate synthase, from rice, 634 
Tobacco 
cell wall metabolism in, isoperoxidases 
and, 371 
chlorophyll and tocopherol loss in, gera- 
nylgeranyl reductase in, 695 
isoperoxidases from, cell wall metabo- 
lism and, 371 
leaves of, cytosolic pyruvate kinase defi- 
ciency in, 887 
mitochondrial functions of, salicylic acid 
and, 217 
nitrogen-starved, NAD-dependent iso- 
citrate dehydrogenase and Krebs cy- 
cle gene expression in, 717 
Ntrop1 cDNA from, pollen Rho GTPase 
encoded by, 634 
peroxidase isoenzymes from, 1195 
styles of, defensin-like protein from, 633 
transgenic, stinging nettle agglutinin in, 
421 
Tocopherol, in tobacco, geranylgeranyl re- 
ductase and, 695 
Tomato 
ethylene receptors of, 165 
flacca mutant of, aldehyde oxidase and 
xanthine dehydrogenase in, 571 
gravitropic response in, ethylene and, 
897 
heat stress in, MRNA binding in, 23 
leucine aminopeptidase in, effects of wa- 
ter deficit, salinity, and wound sig- 
nals on, 979 
pleiotropic ripening mutant of, molecu- 
lar and genetic characterization of, 
383 
spermidine synthase from, 935 
THM6 from, 1196 
Tomato ortholog, in root-knot nematode- 
induced feeding sites, 934 
Trfolium repens (see White clover) 
Triacylglycerol, accumulation of Cuphea 
lanceolata and Ulmus spp. embryos, 
fatty acid supply and, 1057 
Trichome formation, on Arabidopsis leaf, 
y-radiation and, 113 
Triticum aestivum (see Wheat) 
Tryptophan synthase, tissue-specific ex- 
pression of, in Camptotheca acumi- 
nata, 43 
Tuber, of potato, effect of expression of 
Arabidopsis phytochrome B on, 73 


Plant Physiol. Vol. 120, 1999 


Tyrosine decarboxyase, from opium 
poppy, canola cell wall digestibility 
and, 653 


U 


Ulmus spp., developing embryos of, triac- 
ylglycerol accumulation in, fatty 
acid supply and, 1057 

Ultraviolet-B radiation, protection of pho- 
tosynthesis against, Synechococcus 
sp. PCC7942 transformants in, 599 

Umbellularia californica (see California bay 
laurel) 

Urochloa panicoides, phosphoenolpyruvate 
carboxykinase in, 1033 

Urtica dioica (see Stinging nettle) 


Vv 


Vaculoe, of Saccharomyces cerevisiae, deliv- 
ery of soluble protein to, membrane 
anchor in, 961 

Vacuolar H*-ATPase 

in Arabidopsis, 1195 
in Mesembryanthemum crystallinum, ab- 
scisic acid induction of, 811 

Vascular bundles, amphivasal, in Arabi- 
dopsis mutant, 53 

Velvet bean, leaf discs of, thermotolerance 
of, 821 

Vigna radiata (see Mung bean) 

Vigna unguiculata (see Cowpea) 

Vinca major, xanothophyll cycle pigment in, 
during low temperatures and light 
stress, 727 

Vitis vinifera (see Grape) 


Ww 


Water channel inhibition, in wheat root 
cells, 849 
Water hyacinth, metallothionein-like pro- 
tein from, 1197 
Water stress 
Pvlea-18 accumulation in, in bean em- 
bryo and endosperm, 93 
rice leaf growth and, hydraulic conduc- 
tance and aquaporin effects on, 143 
tomato leucine aminopeptidase and, 979 
Wheat 
class II starch synthases of, 1147 
immature embryos of, desiccation toler- 
ance in, water content, raffinose, and 
dehydrins in, 463 
manganese and copper/zinc superoxide 
dismutase genes in, 513 
photosynthesis of, in heat stress, Rubisco 
effect on, 173 
root cells of, water channel inhibition in, 
849 
white anther petunia mutant, male sterility 
and flavonol deficiency in, 615 
White clover, leaf ontogeny in, ACC oxi- 
dase expression during, 131 
White clover mosaic potexvirus infection, 
effect on bean leaf cytokinin content, 
547 
Winter, heat shock protein accumulation 
in, in mulberry endoplasmic reticu- 
lum, 481 
Wound signals, tomato leucine aminopep- 
tidase and, 979 


q 


Plant Physiol. Vol. 120, 1999 


w-6 fatty acid desaturase, from cotton mi- 
crosomes, 340 


x 


Xanthine dehydrogenase, in flacca tomato 
mutant, 571 

Xanthophyll cycle pigment, Vinca major, 
during low temperatures and light 
stress, 727 

Xylem tension, embolism repair and, 7 


Subject Index 


Y 


Yeast, membrane anchor in, delivery of sol- 
uble protein to vacuole via, 961 


Z 


Zea mays (see Maize) 


Zeatin O-glucosyltransferase gene, in lima 
bean, 553 


xxvii 


Zeatin O-xylosyltransferase gene, in bean, 
553 

Zeta carotene desaturase, from maize, 1197 

Zinc, Silene vulgaris tolerant of, tonoplast 
zinc transport in, 779 

Zinnia, mesophyll cells of, 
sulfokine-a effect on, 1043 

Zinnia elegans (see Zinnia) 

Zucchini, anionic peroxidase from, 799 


phyto- 


| 


